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Slatkin (2009) defines epigenetics as external modifications to DNA that turn the genes on and off. However, these modifications do not interfere with the physical DNA sequence but rather affect how the genes are expressed. Arguably, epigenetics explains stable, heritable chemical modifications affecting the DNA and histones that do not affect the nucleotides' physical sequence. It is noted that epigenetic changes can help determine whether genes are turned on or off, consequently influencing proteins' production in certain cells to ensure only essential proteins are produced particularly. 
Among humans, epigenetics remains of great importance in the determination of genetic conditions. For instance, errors in epigenetic processes such as modifying the wrong gene can result in abnormal gene activity or inactivity. Such occurrences can cause genetic disorders. Similarly, conditions of cancers, metabolic disorders, and degenerative disorders have all been linked to epigenetic errors (Feinberg, 2018). Additionally, epigenetic inheritance, in some cases, can represent the transmission of epigenetic marks from one generation to the next. It is important to understand that this kind of intergenerational transmission can directly affect the offspring's germ cells, resulting in significant changes in an individual's body that could last over time.
It is usually possible for children to exhibit very different DNA with the same parents. The body arguably has a number of biological mechanisms that create an infinite number of gene combinations, subsequently giving children different DNA. The DNA of an individual is usually stored in chromosomes numbered between 1-23. Most human cells are diploid, having two copies of each chromosome drawn from both the father and the mother totaling 46 chromosomes (Gui et al., 2020). 
The differences attached to the X and Y chromosomes means that girls and boys can never have the same genotypes. Also, meiosis ensures that siblings share just about 50 % of their genotypes.
Parents are of great importance in epigenetics since their offspring can inherit their genetic characteristics. For instance, the condition of a mother during pregnancy can influence the fetus. It was found that if a woman's paternal grandfather was born during the famine period or just after I ended, there was a greater of her dying of heart disease. According to the hunger gene, it has been determined that early life exposures to severe famines and hunger are significantly associated with higher methylation levels in the IGF2 gene and higher total cholesterol in late adulthood. 
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