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Microbiome
	Microbiome refers to the genetic makeup of microbes that live in the body of living organisms, either  plants, humans, or animals.  It comprises various microbes such as viruses, bacteria, fungi, and protozoa, both harmful and beneficial to a living organism. The microbiome is considered crucial in human growth, nutrition, and immunity (Belizário, & Napolitano, 2015). For instance, the internal and external human body systems are colonized by many bacteria, some of which essential to the normal functioning of the body. It helps to protect the body from an autoimmune  diseases such as diabetes, multiple sclerosis, and arthritis. Also, it prevents an individual skin from pathogens attack, which may harm the general body. Human beings have a high accumulation of microbes in tissues and body fluids. An individual may acquire microbiomes through various means such as mother-to-child birth canal, skin, and breastfeeding. 
 	  Microbiomes in an adult are highly affected by lifestyle factors such as hygiene, diet, allergies, and some antibiotics. For that reason, microbiomes in human beings are likely to decrease as individuals age due to lifestyle changes that cause progressive elimination of healthy microbes, with those cause diseases becoming dominant (Blaser, 2018). This makes the bacterial inside the body less effective, thus increase high attacks by pathogens leading to infections.  Therefore, the microbes may become dysfunctional for several reasons, such as weakening the immune system and challenges in digestion and nutrition intake.
 Older people's malnutrition issues, low fibre intake food, and less movement may affect the ability of bacteria’s which influence body function. Intake of fibers contributes to the growth of microbes such as gut bacteria, which are vital in maintaining individual health status despite age (Glade, & Meguid, 2016). Various researches have explained why fiber is essential to our wellbeing. This is because fiber consumption is associated with a gut microbe. A complete fiber diet possibly feeds the microbes to enhance their all means of survival. The effective functioning of gut bacteria is associated with high uptake of fiber-rich foods, fruits, vegetables, and legumes. Low intake of dietary fibers suppresses microbes contributing to age-associated diseases such as chronic illnesses, cardiovascular diseases, and colorectal cancer. Conversely, the higher the bacteria contained in the intestine, the denser the mucus and the better the barrier formed between the body systems and the colon of the bacteria. The barrier formed a lower incidence of infections, whereas bacteria aids in digestion, resulting in multiple benefits. 
  In-depth knowledge of microbiome sequencing technology can help in the development of innovative treatment techniques for various illnesses .for example, treatments agents such as dietary innovations, modified probiotic and prebiotic complements can be applied to reorganize the gut microbiome, which is the best approach in the field personalized medicine (Mandal et al., 2015). Moreover, microbiome studies of humans may be beneficial to the upcoming individualized medicine guidelines after determining the benefits and the expenses of microbiome sequencing technology.
 Microbiome broad investigations and other strategies display microbiome impact on human health and disease treatment. Many illnesses result from microbiome capabilities to control immunity, mainly in its ability to influence inflammation in the gut and other body systems. Immediately, the causation is understood. Applying this knowledge will help improve disease results via innovative and analytical approaches. This will help establish the early treatment of microbiome illnesses.
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