
1.collinearity,thecollinearityofthevariablesshouldbemulticore,whereonevariablewill

perfectlypredicttheother.

2.Yes,therearemissingsteps,theequationonhowtogettheregressionshouldbeaddedon

thegraph,Thismakesitmoreclearforuserstounderstandthecasestudywell.

5.Inclusivegrowth-Thiswillfacilitateintheoverallgrowthoftheglobaleconomywhichwill

supporttheECKcasestudy

7.Setmembershipinthecasestudy:Region,SDGI,GDP,EPI

Venndiagram.

8.Bigdataandmachinelearningarehavinganimpactonmostaspectsofmodernlife,from

entertainment,commerce,andhealthcare.Netflixknowswhichfilmsandseriespeoplepreferto

watch,Amazonknowswhichitemspeopleliketobuywhenandwhere,andGoogleknows

whichsymptomsandconditionspeoplearesearchingfor.Allthisdatacanbeusedforvery

detailedpersonalprofiling,whichmaybeofgreatvalueforbehavioralunderstandingand

targetingbutalsohaspotentialforpredictinghealthcaretrends.Thereisgreatoptimism that

theapplicationofartificialintelligence(AI)canprovidesubstantialimprovementsinallareasof

healthcarefrom diagnosticstotreatment.ThereisalreadyalargeamountofevidencethatAI

algorithmsareperformingonparorbetterthanhumansinvarioustasks,forinstance,in

analyzingmedicalimagesorcorrelatingsymptomsandbiomarkersfrom electronicmedical

records(EMRs)withthecharacterizationandprognosisofthedisease[1].

Thedemandforhealthcareservicesiseverincreasingandmanycountriesareexperiencinga

shortageofhealthcarepractitioners,especiallyphysicians.Healthcareinstitutionsarealso



fightingtokeepupwithallthenewtechnologicaldevelopmentsandthehighexpectationsof

patientswithrespecttolevelsofserviceandoutcomesastheyknowitfrom consumer

productsincludingthoseofAmazonandApple[2

TheAI-associatedhealthcaremarketisexpectedtogrowrapidlyandreachUSD6.6billionby

2021correspondingtoa40%compoundannualgrowthrate[4].
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